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Introduction One of the most important infectious 
diseases that can harm all animals with cloven hooves 
is FMD(1). This is because epidemics typically have 
significant economic impacts, including both direct 
livestock losses and indirect losses due to the high cost 
of containment and trade restrictions that often occur 
in the aftermath of an FMD outbreak, which is caused 
by the aphthovirus of the Picornaviridae family (2,3). 
The disease impairs the international transport traffic 
of live animals and their by-products, presenting a 
serious global danger.  
  Seven serotypes of  FMDV are known to be present:” 
A, O, C, Asia1, SAT-1, SAT-2, and SAT-3’(4,5)Each 
genotype exhibits distinct subtypes that differ 

antigenically as a result of a high mutation rate (4,6). 
FMD is widespread in numerous countries on the 
African continent, Asia, and Latin America (7,8). In Iraq, 
FMDV serotypes Asia 1, A, and O are constantly present 
and lead to occasional epidemics (9,10). In 2023, 
significant outbreaks caused by FMDV serotype SAT-2 
occurred in the provinces of Iraq (11). All serotypes of 
FMD virus induce the same clinical symptoms(12,13), 
but immunization to one serotype does not protect 
others due to their broad antigenic variability (14). 
Through either direct or indirect contact with sick 
animals,  
 
 

©Authors, 2025, College of Veterinary Medicine, University of Al-Qadisyah. This is an open access article 

under the CC BY 4.0 license (http://creativecommons.org/licenses/by/4.0/). 

Abstract This study aims to determine the SAT-2 serotype causing FMD outbreak 

in buffalo in Wassit and Dhi-Qar governorates, Iraq. This was done by clinical and 

serological methods. ELISA technology, which measures antibody levels in buffalo 

serum samples. 92 blood samples were collected from infected buffalo for antibody 

screening against FMDV serotype SAT-2 in infected animals which develop antibodies 

against the non-structural proteins (NSP) of the virus. Affected animals showed 

various clinical signs, such as fever, decreased appetite, mouth and foot vesicles, and 

lameness. According to the results of serological tests, the infection rate reached 

85/92 positive samples (92.39%). The results showed, Age and sexspecific 

investigations of FMDV seropositivity did not reveal any statistically significant 

differences. The age groups (6-18 months and 18-36 months) had lowest infection 

rate (91.42%) and (92%) respectively, whereas  the age group 36 months, had highest 

rate of   infection at  (93.75%).  Also, the results revealed, the seroprevalence rates 

infection for males were (90.6%), which had lowest than females (93.33%). This study, 

confirms a widespread outbreak of FMD caused by the SAT2 serotype in buffalo 

populations across the Wassit and Dhi-Qar governorates of Iraq. The study's findings 

may offer helpful information about how FMD protection measures are established 

and carried out in Iraq. 
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contaminated materials, or through the air, the disease 
can spread rapidly (15). Buffalo that are affected 
typically exhibit fever and discontinue ruminating. 
Saliva was shaped like a ruby. blisters on the lips, 
mouth, tongue, nose, and between the toes. The 
amount of milk produced has decreased (16,17). The 
infected animals can be discriminated from vaccinated 
by non-structural proteins( NSP) which can be detected 
only in infected animals(18). ELISA is an easy and 
efficient technique compared to virus isolation and RT-
PCR. for high-throughput testing that does not require 
extensive technical expertise or specialised equipment 
(19,20). Early in 2023, animals all over Iraq were 
affected by a large FMD outbreak (21). The primary aim 
of the research was to determine the FMD virus SAT-2 
Serotype present in Iraqi buffalo. 
material and Methods 
 Ethical approvals 
This study has been accepted by the Scientific 
Committee of the College of Veterinary Medicine at Al-
Qadisiyah University in Iraq. 
 Collection of samples 
Samples for this investigation were taken from 92 water 
buffalo that were suspected to have FMD. After a 
clinical examination, the buffalo displayed certain 
clinical signs. Using a sterile syringe, from each sick 
animal, 10 milliliters of blood was taken from the 
jugular vein, using a gel tube, and the sample was left 
for 30 minutes to clot. at 3000 rpm for 10 minutes 
collect the serum, transfer it to Eppendorf tubes(22), 
and store the samples at -20°C(23). The samples were 
properly labeled and transported to the laboratory 
under refrigeration for further processing. 
Sandwich Enzyme-Linked Immunosorbent Assay 
(ELISA)  
    A total of 92 animals who exhibited symptoms of 
FMD underwent a ten-milliliter blood sample collection 
procedure, it was tested using an ELISA reaction to see 
if the non-structural (NSP)antibody was specific to 
FMDV serotype SAT-2.  
 Result 
Clinical Results 
        In our study, we observed clinical signs suggestive 
of FMD, such as fever, dullness, and loss of appetite. 
Also, the result of clinical study revealed the infected 
animals suffering from, drooling saliva and hanging in 
long ropy strings up to the ground (Figure 1-A). 
Erosions, and ulcers on the nostrils and muzzle (Figure 
1-B). The mouths of infected buffalos suggestive lesions 
of FMD. The gums, dental pad, hard palate, tongue, and 

interior of the oral cavity contained ruptured vesicles, 
erosions, or ulcers (Figure 2-A), and skin lesions that 
were develop in the coronary region and interdigital 
cavity of the hoof (Figure 2-B). 
Figure 1: Shows clinical signs of FMD, A: saliva hanging 

in long ropy strings, B: nostril lesion 
 
 
 
 
 
 
 
 
 
 
 
 
 
Figure 2: Shows clinical signs of FMD, A: The dental 
pad, hard palate, and interior of the oral cavity 
contained ruptured vesicles, erosions, or ulcers B: 
lesion around the coronary band. 
Serological Results 
The prevalence of FMD seropositivity in buffalo of both 
sexes and ages. Of the 92 buffalo shown 85 had positive 
FMDV SAT-2 antibodies, Figures 2 and 3, indicating that 
92.39% of them were infected. According to the results 
of ELISA, the age groups of buffalo (6-18 months and 18-
36 months) had lowest rate of infection affected with 
FMD respectively, with 32/35 (91.42 %),23/25 (92%).  as 
showen as in Figure (2) FMD, whereas the highest 
incidence was found among third group of age at 
30/32(93.75)     but does not have statistical significance 
differences at (p > 0.05).  
 The effect of sex on FMDV seropositivity was 
examined. Figure (3) shows the  
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seropositivity rates in males and females. The results 
showed that males had a seropositivity rate of 29/32 
(90.6%) while females had a higher seropositivity rate 
of 56/60 (92.33%). However, the disparity in 
seropositivity rates among males and females did not 
reach significance in statistics (p > 0.05). 
 

 
 
 
Figure (2). FMD serology results in Buffalo across 
various Age (months)groups 
 
 

 
 
 
Figure (3) FMD Serology results in Buffalo across 
various Sex groups 
        The clinical examination of the buffalo in this study 
revealed the presence of typical signs of FMD, including 
fever, reduced appetite, ulcers in the mouth and foot, 
and impaired mobility. These signs are consistent with 
previous studies and provide further evidence of the 
presence of FMDV in the studied population(24,25). 
This serological investigation aimed to determine the 
serotype of the FMD virus responsible for the recent 
epidemic in livestock in Iraq.  

   Differentiation between vaccinated and infected 
animals is important for prevention planning. ELISA is 
used to detect infected animals by detecting non-
structural proteins such as 3AB, 3ABC, 2C, and other 
targets. Antibody  occurred on days 5–10 post-infection 
in all animals with no history of prior exposure to FMDV 
antigens(26,27). 
 
 Infected animals develop antibodies against 
nonstructural proteins (NSP) of the virus. In contrast, 
because vaccines are inactivated and purified, recipient 
animals only receive antibodies against structural 
proteins from vaccines(28)(29,30) 
   The results of serological tests showed the presence 
of antibodies to FMDV virus in 92.39% of the samples, 
indicating a high prevalence of the disease among the 
study population. 
   The high seropositivity in our results from this study is 
consistent with the high seropositivity reported in Al-
Qadisiyah and Basrah (31,32). while the rates of 
infection in Al-Najaf  and Diyala were (34%, 
25.33%)(33,34). The high  
seropositivity rate observed in our study may be 
because all samples were collected at the optimal time 
from animals infected with a novel strain not previously 
registered in Iraq Moreover, the inclusion of animals 
lacking vaccination against this particular strain may 
have further contributed to the observed high 
seropositivity rate. 
   The infection rate of FMD according to age the results 
of this study, no statistically                            significant 
findings were discovered regarding             
the age of identified cases that agreed with other  
studies(35,36), that showed statistically no  
significant difference between age in seroprevalence of 
FMD. 
  The lack of significant differences in the high incidence 
of infection between different age groups might be due 
to the attribute of rearing by not separating young 
animals from their mothers as well as the communal 
grazing practices(34). 
     Although higher incidence of females than males, no 
statistically significant findings were discovered 
regarding the gender of identified cases. The results of 
this study agreed with many other epidemiological 
studies on FMD The results of this study agreed with 
many other epidemiological studies on FMD which 
found a slight increase in female infection (37,38) This 
may be attributed to physiological factors like lactation, 
pregnancy, and estrus(32,39) 
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 The gender prevalence of FMDV appears to contradict 
previous reports from others that showed increased 
seropositivity in male animals compared with female 
animals.  
   Identifying serotypes is very important, as it allows 
the implementation of appropriate prevention and 
control strategies(42). 
    The results of our study are important for developing 
and implementing plans to manage FMD in Iraq 
because the high prevalence of SAT-2 serotype in 
buffalo emphasizes the need for vaccination campaigns 
targeted against serotype spread throughout the 
country. 
  In this study, the use of ELISA as a diagnostic tool to 
detect FMDV antibodies in buffalo serum samples 
showed its effectiveness and reliability(43). 
    In summary, this investigation has shown that the 
present FMD outbreak in Iraq is caused by serotype 
SAT2 and this serotype's high prevalence highlights the 
need for targeted immunization. 
 
Conclusion 
   The results of our studies have proven the spread of 
the Sat -2 serotype for the first time in Iraq. The high 
prevalence of FMDV antibodies in the buffalo studied 
indicates the need for Iraq. The high prevalence of 
FMDV antibodies in the buffalo studied indicates the 
need for   targeted vaccination campaigns, specifically 
the    SAT-2 serotype. The use of ELISA as a diagnostic 
tool proves to be effective and reliable in identifying 
FMDV antibodies in serum samples from buffalo. 
 Conflict of interest 
There is no conflict of interest in this study as stated by 
the authors.  
Acknowledgment 
Not applicable. 
Funding source 
This research had no specific fund; however, it was self-
funded by the authors. 
References 
 
1.Iriarte M V., Gonzáles JL, de Freitas Costa E, Gil AD, de 
Jong MCM. Main factors associated with foot-and-
mouth disease virus infection during the 2001 FMD 
epidemic in Uruguay. Front Vet Sci. 2023;10.  
2. Kabir A, Kamboh AA, 
Ahmed S, Marri NU. Foot Mouth Disease Virus Affects 
The Immune Response Of The Host : An Overview. 
2024;11(1):18–26.  

3. Mkama M, Philemon 
W, Donald K, David P, Francois M. Challenges of 
controlling foot-and-mouth disease in pastoral settings 
in Africa. 2024;2024(1):1–12.  
4. Anjume H, Hossain KA, 
Hossain A, Hossain MA. Heliyon Complete genome 
characterization of foot-and-mouth disease virus My-
466 belonging to the novel lineage O / ME-SA / SA-2018. 
Heliyon [Internet]. 2024;(December 2023):e26716. 
Available from: 
https://doi.org/10.1016/j.heliyon.2024.e26716 
5. Byomi1 A, Zidan1 S, 
Sakr1 E, Eissa1 N, Elsobky1 Y. Journal of Current 
Veterinary Research Epidemiological Patterns of Foot 
and Mouth Disease in Egypt and Other African 
Countries. 2023; Available from: 
http://www.jcvr.journals.ekb.eg 
6. Shin SH, Hwang SY, Kim 
HM, Shin SH, Ko MK, Lee MJ, et al. Evaluation of a 
Vaccine Candidate Designed for Broad-Spectrum 
Protection against Type A Foot-and-Mouth Disease in 
Asia. Vaccines. 2024;12(1):1–12.  
7. Nishi T, Fukai K, 
Morioka K. Molecular Basis of the Pathogenicity of the 
Foot-and-Mouth Disease Virus Isolated in Japan. Japan 
Agric Res Q. 2024;58(1):25–30.  
8. Junior AAF, Laguardia-
Nascimento M, Ferreira APS, da Silva RR, Júnior AVR, 
Camargos MF. Comparison of seven different RT-qPCR 
for diagnostic of Foot-and-Mouth disease virus. Cienc 
Anim Bras. 2024;25.  
9. Aslam M, Alkheraije 
KA. The prevalence of foot-and-mouth disease in Asia. 
Front Vet Sci. 2023 Jun 30;10.  
10. Sheikh MB, Rashid PA, 
Raheem Z, Marouf AS, Amin KM. Molecular 
characterization and phylogenetic analysis of foot and 
mouth disease virus isolates in Sulaimani province, Iraq. 
Vet Res Forum. 2021;12(2):247–51.  
11. FAO World Reference 
Laboratory for Foot-and-Mouth Disease (WRLFMD) 
Genotyping Report [Internet]. Available from: 
www:http://www.wrlfmd.org/ 
12. El Damaty HM, Fawzi 
EM, Neamat-Allah ANF, Elsohaby I, Abdallah A, Farag 
GK, et al. Characterization of foot and mouth disease 
virus serotype sat-2 in swamp water buffaloes (Bubalus 
bubalis) under the egyptian smallholder production 
system. Animals. 2021;11(6).  

https://doi.org/10.29079/qjvms.2024.149988.1017
https://qjvms.qu.edu.iq/


Al-Qadisiyah J. Vet. Med. Sci. 2025; 24 (2). doi.org/10.29079/qjvms.2025.163251.1102 

 

                                                                                                                                                                    ISSN P: 1818-5746 

                                                                                                                                                                              E: 2313-4429 

                          qjvms.qu.edu.iq 

 

 

 

13. Paton DJ, Di Nardo A, 
Knowles NJ, Wadsworth J, Pituco EM, Cosivi O, et al. The 
history of foot-and-mouth disease virus serotype C: The 
first  
 
1. Iriarte M V., Gonzáles 
JL, de Freitas Costa E, Gil AD, de Jong MCM. Main 
factors associated with foot-and-mouth disease virus 
infection during the 2001 FMD epidemic in Uruguay. 
Front Vet Sci. 2023;10.  
2. Kabir A, Kamboh AA, 
Ahmed S, Marri NU. Foot Mouth Disease Virus Affects 
The Immune Response Of The Host : An Overview. 
2024;11(1):18–26.  
3. Mkama M, Philemon 
W, Donald K, David P, Francois M. Challenges of 
controlling foot-and-mouth disease in pastoral settings 
in Africa. 2024;2024(1):1–12.  
4. Anjume H, Hossain KA, 
Hossain A, Hossain MA. Heliyon Complete genome 
characterization of foot-and-mouth disease virus My-
466 belonging to the novel lineage O / ME-SA / SA-2018. 
Heliyon [Internet]. 2024;(December 2023):e26716. 
Available from: 
https://doi.org/10.1016/j.heliyon.2024.e26716 
5. Byomi1 A, Zidan1 S, 
Sakr1 E, Eissa1 N, Elsobky1 Y. Journal of Current 
Veterinary Research Epidemiological Patterns of Foot 
and Mouth Disease in Egypt and Other African 
Countries. 2023; Available from: 
http://www.jcvr.journals.ekb.eg 
6. Shin SH, Hwang SY, Kim 
HM, Shin SH, Ko MK, Lee MJ, et al. Evaluation of a 
Vaccine Candidate Designed for Broad-Spectrum 
Protection against Type A Foot-and-Mouth Disease in 
Asia. Vaccines. 2024;12(1):1–12.  
7. Nishi T, Fukai K, 
Morioka K. Molecular Basis of the Pathogenicity of the 
Foot-and-Mouth Disease Virus Isolated in Japan. Japan 
Agric Res Q. 2024;58(1):25–30.  
8. Junior AAF, Laguardia-
Nascimento M, Ferreira APS, da Silva RR, Júnior AVR, 
Camargos MF. Comparison of seven different RT-qPCR 
for diagnostic of Foot-and-Mouth disease virus. Cienc 
Anim Bras. 2024;25.  
9. Aslam M, Alkheraije 
KA. The prevalence of foot-and-mouth disease in Asia. 
Front Vet Sci. 2023 Jun 30;10.  
10. Sheikh MB, Rashid PA, 
Raheem Z, Marouf AS, Amin KM. Molecular 

characterization and phylogenetic analysis of foot and 
mouth disease virus isolates in Sulaimani province, Iraq. 
Vet Res Forum. 2021;12(2):247–51.  
11. FAO World Reference 
Laboratory for Foot-and-Mouth Disease (WRLFMD) 
Genotyping Report [Internet]. Available from: 
www:http://www.wrlfmd.org/ 
12. El Damaty HM, Fawzi 
EM, Neamat-Allah ANF, Elsohaby I, Abdallah A, Farag 
GK, et al. Characterization of foot and mouth disease 
virus serotype sat-2 in swamp water buffaloes (Bubalus 
bubalis) under the egyptian smallholder production 
system. Animals. 2021;11(6).  
13. Paton DJ, Di Nardo A, 
Knowles NJ, Wadsworth J, Pituco EM, Cosivi O, et al. The 
history of foot-and-mouth disease virus serotype C: The 
first known extinct serotype? Virus Evol. 2021;7(1):1–
12.  
14. Zewdie G, Akalu M, 
Tolossa W, Belay H, Deresse G, Zekarias M, et al. A 
review of foot-and-mouth disease in Ethiopia: 
epidemiological aspects, economic implications, and 
control strategies. Virol J [Internet]. 2023;20(1):299. 
Available from: https://doi.org/10.1186/s12985-023-
02263-0 
15. Brown E, Nelson N, 
Gubbins S, Colenutt C. Airborne Transmission of Foot-
and-Mouth Disease Virus: A Review of Past and Present 
Perspectives. Viruses. 2022;14(5):1–14.  
16. Mohammed MM. The 
study of prevalence foot and mouth disease in Al-
Muthana province. AL-Qadisiyah J Vet Med Sci. 
2013;12(2).  
17. Humadi AA. 
MICROBIAL AND VIRULENT VIEW TO CAUSATIVE AGENT 
OF FOOT AND MOUTH DISEASE IN UNVACCINATED 
DAIRY COWS IN DIYALA CAJMNS. 2024;(c):8–11.  
18. Hosamani M, 
Basagoudanavar SH, Tamil Selvan RP, Das V, Ngangom 
P, Sreenivasa BP, et al. A multi-species indirect ELISA for 
detection of non-structural protein 3ABC specific 
antibodies to foot-and-mouth disease virus. Arch Virol. 
2015;160(4):937–44.  
19. Cao Y, Li K, Xing X, Zhu 
G, Fu Y, Bao H, et al. Development and Validation of a 
Competitive ELISA Based on Bovine Monoclonal 
Antibodies for the Detection of Neutralizing Antibodies 
against Foot-and-Mouth Disease Virus Serotype A. J Clin 
Microbiol. 2022;60(4).  

https://doi.org/10.29079/qjvms.2024.149988.1017
https://qjvms.qu.edu.iq/


Al-Qadisiyah J. Vet. Med. Sci. 2025; 24 (2). doi.org/10.29079/qjvms.2025.163251.1102 

 

                                                                                                                                                                    ISSN P: 1818-5746 

                                                                                                                                                                              E: 2313-4429 

                          qjvms.qu.edu.iq 

 

 

 

20. Tewari A, Jain B, Bhatia 
AK. Multiplexed DIVA tests for rapid detection of FMDV 
infection/circulation in endemic countries. Appl 
Microbiol Biotechnol. 2020;104(2):545–54.  
21. Qualitative FAO, 
Assessment R. Risk of foot-and-mouth disease SAT2 
introduction and spread in countries in the Near East 
and West Eurasia. Risk of foot-and-mouth disease SAT2 
introduction and spread in countries in the Near East 
and West Eurasia. 2023.  
22. Alkefari OA, Al-
Gharban HA, Ahmed TH. Microscopic, serological and 
molecular detection of Babesia bigemina in buffaloes 
(Bubalus bubalis) in Wasit province, Iraq. Al-Qadisiyah J 
Vet Med Sci. 2017;16(1):123–30.  
23. Al-abodi HRJ. 
Serological and molecular detection of Toxoplasma 
gondii in Columba livia hunting pigeons of AL-Qadisiyah 
province. Al-Qadisiyah J Vet Med Sci. 2017;16(1):136–
41.  
24. Ismail I, Indarjulianto S, 
Yusuf S, Purba FY. Clinical Examination of Foot and 
Mouth Disease of Dairy Cows in Sukamurni, Cilawu, 
Garut, West Java, Indonesia. IOP Conf Ser Earth Environ 
Sci. 2023;1174(1).  
25. Ulaiwi HK, Al-Tamemy 
HMJ, Mansoor NH. Histopathological alteration of lung, 
small intestine and lymph nodes in calves suffering from 
typical clinical case of Foot and Mouth Disease. J 
VetMedSci. 2012;38(2).  
26. Zia MA, Dobson SJ, 
Rowlands DJ, Stonehouse NJ, Shah MS, Habib M. 
Development of an ELISA to distinguish between foot-
and-mouth disease virus infected and vaccinated 
animals utilising the viral non-structural protein 3ABC. J 
Med Microbiol. 2022;71(4):1–12.  
27. Health C. The value of 
diagnostic assays in FMD control. 2017;(October).  
28. Subramaniam 
Saravanan RR. Diagnosis of Foot and Mouth Disease | 
ResearchGate. . 2012;(February).  
29. Clavijo A, Sanchez-
Vazquez MJ, Buzanovsky LP, Martini M, Pompei JC, 
Cosivi O. Current Status and Future Prospects to 
Achieve Foot-and-Mouth Disease Eradication in South 
America. Transbound Emerg Dis. 2017;64(1):31–6.  
30. Colling A, Morrissy C, 
Barr J, Meehan G, Wright L, Goff W, et al. Development 
and validation of a 3ABC antibody ELISA in Australia for 
foot and mouth disease. Aust Vet J. 2014;92(6):192–9.  

31. A Ajeel Y, AN Alordhan 
M, H Kshash Q. Clinical and Diagnostic Study of Foot and 
Mouth Disease by using ELISA test in Cattle of AL–
Diwaniya. AL-Qadisiyah J Vet Med Sci. 2012;11(2):91–8.  
32. Al-Rodhan AM. 
Detection of Cattle Foot and Mouth disease Virus by RT-
PCR and ELISA. Kufa Journal For Veterinary Medical 
Sciences.  
33. Abd Hatem A, Ahmed 
Abdul Wahid Al Anbagi N, Al-Alo KZK, Sabah Bustani G. 
Detection of Antibody against Non-Structural Proteins 
of Foot-and-Mouth Disease Virus in Cattle in Najaf, Iraq. 
Arch Razi Inst. 2022;77(3):1185–9.  
34. Sadun Al-Ajeeli K, 
Khazaal Al-Azawy A, Khudhair AL-Anbagi G, Mohammed 
Salih Abdul-Rasoul L. Sero-Prevalence of Foot-and-
Mouth Disease in Cattle by 3ABC NSP ELISA *Address 
for Correspondence [Internet]. Vol. 9, Indian Journal of 
Natural Sciences www.tnsroindia.org.in ©IJONS. 2018. 
Available from: www.tnsroindia.org.in©IJONS 
35. Dubie T, Negash W. 
Seroprevalence of bovine foot and mouth disease 
(FMD) and its associated risk factors in selected districts 
of Afar region, Ethiopia. Vet Med Sci. 2021;7(5):1678–
87.  
36. Salim SAS, Talb AOQ, 
Yousif AS, Daher HS. Prevalence and risk factors of foot 
and mouth disease virus in Nineveh province, Iraq. Adv 
Anim Vet Sci. 2020 Jan 1;8(1):1–10.  
37. Belina D, Girma B, 
Mengistu S. Sero-Prevalence of Bovine Foot and Mouth 
Disease in Selected Districts of Eastern Showa Zone , 
Oromia Regional State , Ethiopia 
SeroPrevalenceofBovineFootandMouthDiseaseinSelect
edDistrictsofEasternShowaZoneOromiaRegionalStateE
thiopia. 2016;(July).  
38. Atuman YJ, Kudi CA, 
Abdu PA, Okubanjo OO, Abubakar A, Wungak Y, et al. 
Seroprevalence of Foot and Mouth Disease Virus 
Infection in Some Wildlife and Cattle in Bauchi State, 
Nigeria. Vet Med Int. 2020;2020.  
39. Aghaalikhani, Hossein 
& Ahmadi E. Research Article Research Article. Arch 
Anesthesiol Crit Care [Internet]. 2018;4(4):527–34. 
Available from: 
http://www.globalbuddhism.org/jgb/index.php/jgb/ar
ticle/view/88/100 
40. Chowdhury MSR, 
Ahsan MI, Khan MJ, Rahman MM, Hossain MM, Harun-
Al-Rashid A, et al. Data on prevalence, distribution and 

https://doi.org/10.29079/qjvms.2024.149988.1017
https://qjvms.qu.edu.iq/


Al-Qadisiyah J. Vet. Med. Sci. 2025; 24 (2). doi.org/10.29079/qjvms.2025.163251.1102 

 

                                                                                                                                                                    ISSN P: 1818-5746 

                                                                                                                                                                              E: 2313-4429 

                          qjvms.qu.edu.iq 

 

 

 

risk factors for Foot and Mouth Disease in grazing cattle 
in haor areas of Bangladesh. Data Br [Internet]. 
2020;28:104843. Available from: 
https://doi.org/10.1016/j.dib.2019.104843 
41. Hasan M, Mia MM. 
Prevalence, Distribution and Epidemiological Risk 
Factors of Foot-and-Mouth Disease Among the Cattle 
Population of Bangladesh: a Meta-Analysis. Bulg J Vet 
Med. 2023;26(4):542–55.  
42. Das S, Pal S, Rautaray 
SS, Mohapatra JK, Subramaniam S, Rout M, et al. 

Estimation of foot-and-mouth disease virus sero-
prevalence rates using novel computational approach 
for the susceptible bovine population in India during 
the period 2008–2021. Sci Rep [Internet]. 2023;13(1):1–
17. Available from: https://doi.org/10.1038/s41598-
023-48459-w 
43. Wong CL, Yong CY, Ong 
HK, Ho KL, Tan WS. Advances in the Diagnosis of Foot-
and-Mouth Disease. Front Vet Sci. 2020;7(August):1–
24.  

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

https://doi.org/10.29079/qjvms.2024.149988.1017
https://qjvms.qu.edu.iq/

